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OBJECTIVE

To investigate the viral defence response of Emblica officinalis using bioinformatics tools.

MATERIALS AND METHODS

The PubMed search was performed to obtain pharmacology network modulated by Emblica officinalis. The protein targets 

modulated were used as a source list to arrive functional enrichment and significant Gene Ontology (GO) terms for 

biological process were identified using the STRING software tool. Network maps were constructed for the GO term 

(defense response to virus).

RESULTS

Figure 1 : The pharmacology networks of Emblica officinalis (red diamonds)

which connect compounds (yellow ellipses) and target genes (blue ellipses) 

Table 1. Functional enrichment in the network

The red arrows indicate very significant terms modulated by Emblica officinalis 

Figure 2 : Cellular network involved in “defense response to virus’’

CONCLUSIONS

The bioinformatics study clearly confirmed the 

enrichment pathways modulated by Emblica officinalis 

influenced innate defense of an organism to viral 

challenges. 

OUTCOME
®Hence, the key ingredient of PHYTOCEE  namely 

Emblica officinalis has a strong potential to defend a 

host against viral challenges by modulating the host 

immune system. 
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